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Acaulospora 113
Acaulosporaceae 118
Acremonium 133
A. chrysogenum 195,197,199
A. alabamense 133
Actin genes 129-130
Aflatoxin 244-253, 256
AFLP, see Amplified fragment length
polymorphism
Agaricales 139
Agaricus bisporus 138,139, 217,221
Agaricus caroli 139
Agaricus chionodermus 139
Agaricus excellens 139
Akanthomyces 160-161
Alga 85, 86,87, 89,95, 141
Alternaria 137,244
A. alternata 137
A. brassicae 311
A. brassicicola 311
A. padwickii 311
A. triticina 311
Amanita 111
AM fungi, see Arbuscular mycorrhizae
Amplified fragment length polymorphism
8,178,296, 320, 326-327
AmpliTaq 52
see also DNA polymerases

Anastomosis group (AG) 66, 140
see also Rhizoctonia solani
Antibodies 28,267, 268,279,290, 313
AP-PCR
see Arbitrarily primed PCR
Arabidopsis 331
A. thaliana 296
Arbitrarily primed PCR 8, 130, 138,
294
Arbuscular mycorrhizae 111-115, 118,
119, 120
Aristolochen synthase 255-258
Armillaria 138-139
A. borealis 139
. calvescens 139
. cepistipes 139
. gemina 139
. lutea 139
. mellea 138
. ostoyae 139
. sinapina 139
. tabescens 138
Artenpaare 91
Arthoniales 90, 92
Ascomycota 108,131,132, 156
Ascosphaera 156-157,176
A. aggregata 156-157
A. apis 157

o Ute o o o \iie N N N

347



348

Index

Ascosphaera continuned
A. larvis 156
A. subcuticulata 157
Aspergillus 131,132,187, 244, 251, 269,
270,272, 275-278, 332
A. awamor: 197-198, 199, 200
A. flavus 70, 246, 249-250,
252-253, 254,267, 277, 311
A. fumigatus 267,268, 269,
276-277
A. giganteus 276
A. nidulans 159, 188, 197-198, 199,
217,220, 221, 249-250, 252,
277
A. niger 187, 188-189, 277
A. nominus 246
A. oryzae 199,246,250
A.parasiticus 246,249-250,252-253
A. restrictus 277
A. sojae 246,250
A. terreus 277
A. versicolor 249,252
Attine ants 139
Auwureobasidium pullulans 227

Barley 295,298,309
Basidiobolus 154
B. ranarum 141
Basidiomycete/ Basidiomycota 108, 131,
205-234
Bean 295, 309
Beanveria 159-163,177
B. amorpha 159-161
B. bassiana 71,159-162, 178
B. brongniartii 159-162
B. caledonica 159-161
B. velata 159-160
B. vermiconia 159-161
Beet 309
Bipolaris 249
B. oryzae 311,314-316,317,318
B. sorokiniana 311
Bjerkandera adusta 211
Blastocladiella emersonii 131
Blastomyces dermatitidis 281-282
Blastoschizomyces capitatus 275
Blotting, see Hybridization
Blunt end cloning 36

see also Cloning and T/A cloning
Bolbitius 139
Boletinus 139
Boletus 109, 111
Botryodiplodia theobromae 311
Botryodiploidin 254
Borrytis 311

B. cinerea 48,53-59, 162, 311
Brassica 136
Bryophytes 87
Burkholderia 118
Butyrivibrio fibrisolvens 225
Byssochlamys 251

B. mivea 255

Caliciales 90, 135
Calluna vulgaris 116
Caloplaca 91
Candida 70,267,269,270,272-274
C. albicans 267,269,271,272-275,
280
C. glabrata 267,272-275,282
C. guilliermondii 272-274
C. krusei 267,271,272-275
C. parapsilosis 271,272-275
C. psendotropicalis 273
C. stellatoidea 273
C. tropicalis 271,272-275
Capillary electrophoresis 6
Capillary PCR 279
Cassette-primer PCR 215
cDNA, see Complementary DNA
Cellulase genes 210, 220-226, 234
Cercospora kikuchii 311
Cercospora oryzae 311
Ceriporiopsis subvermispora 211,233
Chaetominm 249
Chaetothyriales 136
Chelating agents 27
Chitin synthase genes 69, 130, 274, 330
Chromosome walking 296
Chrysosporium lignosum 211
Chymosin 197-198, 200
Chyrridiomycota 131
Chytridium 141
Cladiaceae 90
Cladonia chlorophaea 92-95,97
Cladoniaceae 90
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Cladosporium fulvum 294,296
Clavibacter michiganensis subsp.
sepedonicus 313,319
Clavicipitales 132-133
Claviceps purpurea 243
Cloning 13,21-37,52, 59, 187-192,
195-196, 198, 220, 226, 291-293,
297,334
see also Blunt end cloning, T/A
cloning and Vectors
Cluster analysis 75, 158
Coccidioides immatis 267,281-282, 326
Cochliobolus carbonum 293
Codon usage 25-26
Coenococcum geophilum 137
Colletotrichum 11,68,71,73,134,176
C. capsici 311
C. gloeosporioides 134
C. graminicola 134
C. lindemuthianum 134,311
C. malvarum 134
C. orbiculare 134
C. sublineolum 134
C. trifolii 134
C. truncatum 311
Competitive RT-PCR, see Reverse
transcriptase PCR
Complementary DNA 29-31, 48-52,
56-59, 181-189, 195-196, 197,
199, 208, 209, 211-217, 222-226,
227,230-234, 277,291, 293,
297-300, 331, 334-338
see also Library
Conidiobolus 154
C. coronatus 141
Coprinus 139
Cordyceps 156
C. taii 163
Coriolus hirsutus 217-221
C. versicolor 211,221
Cryphonectria parasitica 60,217
Cryptococcus 68
C. neoformans 267,269, 272,273,
280-281
see also Filobasidiella neoformans
Culmorin 259
Cyanobacteria 86-87, 89
Cylindrocarpon destructans 330
Cylindrocarpon heteronema 68

Cylindrocladium floridum 330
Cytochrome P-450 reductase 188

DAF, see DNA amplification
fingerprinting
Dam methylation 191
see also Escherichia coli
DDRYT, see Differential display reverse
transcriptase PCR
Denaturing gradient gel
electrophoresis 6-7, 13,234,295
Dendrographa 91
DENS, see Differential extension with
nucleotide subsets
Detection 12, 243-262,268-282,
290-291, 330-331, 339-342
DGGE, see Denaturing gradient gel
electrophoresis
Dievernia 91
Differential display reverse transcriptase
PCR 14, 47-60, 195-196, 200,
234,298, 334-335
Differential expression with nucleotide
subsets 332
Diplodia maydis 311
DNA amplification fingerprinting
see also Random amplification
polymorphic DNA, Simple
sequence repeats,
Arbitrarily primed PCR,
Enterobacterial repetitive
intergenic consensus,
Repetitive extragenic
palindromic elements,
Satellites, Short tandem
repeat and Variable
non-translated repeat
DNA extraction, general 10, 23, 126,
206207
from clinical samples 270
from food 252-253
from lichens 87-88
from soil 207
DNA polymerases, features 22
see also AmpliTaq, Taq, Tth, Pfu,
Pwo and Vent
Dot blots, see Hybridization
Dothideales 136
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Downy mildew 295
Drechslera tritici-repentis 311

ECM fungi, see Ectomycorrhizae
Ectomycorrhizae 109-111, 118
EI-PCR, see Enzymatic inverse PCR
Elaphomyces 137
Electrophoretic karyotyping 125, 136
see also Pulse field gel
electrophoresis
Enterobacterial repetitive intergenic
consensus 9, 70, 320
Entomophaga 154-155
E. aulicae 155
E. grylli 154,178
E. maimaiga 154-155
Entomophthora 154
E. muscae 141
Entomophthorales 140-141, 154-156
Enzymatic inverse PCR 192-193, 200
Epichloé 133
E. typhina 133
Eremascus 157
ERIC, see Enterobacterial repetitive
intergenic consensus
Ericales 119
Erynia 154
E. kondoiensis 156
E. neoaphidis 154-156
Eryniopsis 154
Erysiphales 137
see also Powdery mildews
Escherichia coli 187-188, 191,193, 194,
226,300
EST, see Expressed sequence tag
Eurotiales 90
Eurotium rubrum 132
Expressed sequence tag 331

Farrowia 249

Filobasidiella neoformans, see
Cryptococcus neoformans

Fingerprinting, see DNA amplification
fingerprinting and RNA
fingerprinting

Fomes fomentarius 220

Fumigaclavin 254

Fumonisins 244, 245, 259-260, 261
Fungus—plant interactions 53-57,
107-120, 289-300
Fusarin 259
Fusarium 12,65, 67, 69, 134, 159, 187,
244,251, 259, 261, 267
F. avenaceum 67,259
F. beomiforme 134
F. culmorum 67,259
F. graminearum 67,199, 259-260
F. moniliforme 254,259-260, 311,
314,317
F. napiforme 259-260
F. nyagamai 259-260
F. oxysporum 67,71,72,135, 190,
200, 311
F. oxysporum f.sp. dianthi 70
F. oxysporum f.sp. lycopersici 190
F. oxysporum f.sp. melonis 135
F. poae 318
F. polyphialadicum 134
F. proliferatum 259-260
FE. sambucinum 259
F. solani 254
Fuscoboletinus 139
Fumonisin 244,256

Gaenmannomyces—Phialophora
complex 68, 133-134

G. graminis var. avenae 133

G. graminis var. graminis 133

G. graminis var. tritici 133,298
Ganoderma 139-140

G. lucidum 139-140, 221
Gaultheria shallon 116
Generally recognized as safe 198,

199-200, 246, 250

Geosiphon pyriforme 141
Geotrichum 251
Gerlachia oryzae 314
Gibberella 134

G. fujikuroi 60,135
Gigaspora margarita 112,114,115, 118
Gliocladium 133

G. penicillioides 133

G. roseum 133

G. virens 133

see also Trichoderma
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Gliomastix 133
Gloeophyllum trabeum 220-221
Glomales 111-112, 141
Glomus 154
G. coronatum 113,114-115
G. dimorphicum 115
G. etunicatum 141
G. flavisporum 114
G. intraradices 112
G. mosseae 70,113-115,298
G. versiforme 114
G. vesiculiferum 112
Gomphidius 109
GRAS, see Generally recognized as safe
Gremmeniella 68
Groundnut 309

Herbarium specimens 23, 89, 126
Hot start-PCR 5, 27
Histoplasma capsulatum 267,281-282
HIV 267,280-281
Hybridization, DNA/DNA 85, 125
dot blot 161,197, 255, 260, 261
in situ 208
Northern 47,52,57-59, 195, 208,
222,227,293,298
Southern 47, 52, 57, 97,111, 115,
222, 225,227,230, 271,
273-274,277,279, 327
subtractive 299-300
Hymenoscyphus ericae 116117
Hyphochytridium catenoides 131
Hypocreaceae 133
Hypocreales 132-133

IGS, see Intergenic spacer
Immunosuppression 267,269,277,
279-280
Insertion elements 90, 92-95, 97, 100,
136
Intergenic spacer 11, 65-69, 108, 129,
130, 135, 138, 276
see also Internal transcribed spacer
and Ribosomal RNA gene
cluster
Internal transcribed spacer 11, 12,
65-69, 71,72, 89,91, 97-98, 101,

108, 109-111, 113-115, 116, 126,
129, 130, 132-141, 156, 157, 158,
160-162, 165-178, 211, 258-259,
262271, 280, 281, 320
heterogeneity in ITS 73, 95-96, 115
see also Intergenic spacer and
Ribosomal RNA gene
cluster
Intron 73, 92-96,97-98, 100, 116-117,
135-136, 137-138, 159, 163, 187,
195,234
Inverse PCR 3233, 189, 192-193, 197,
200, 207, 210, 326
IPCR, see Inverse PCR
In situ PCR 9,291, 338
Inter-repeat PCR 9,273
ITS, see Internal transcribed spacer
ITS heterogeneity, see Internal
transcribed spacer

Laccaria bicolor 110-111
Laccase genes 215-220, 234
Lactarius 111
LA-PCR, see Long accurate PCR
Large subunit, see Ribosomal RNA gene
cluster
Larix 139
Lasallia 85,91
Lauderlindsaya borreri 91
Lecanorales 90, 95-96, 135
Lecanora dispersa 92
Lecanora muralis 94
Lentinula 176
L. edlodes (syn. Lentinus
edlodes) 138,221
Lentinus lateritia 138
Lentinus novaezelandiae 138
Lentinus tigrinus 221
Leotiaceae 136
Leotiales 135
Leptosphaeria maculans 68,136-137,
290
Lettuce 295
Library 21,210,215, 222-225, 227, 293,
299, 334
see also Complementary DNA
Lichenicolous fungi 87-88,91
Ligase chain reaction 9-10, 321
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Ligation-mediated PCR 33

Lignin 205-234

Lignin peroxidase gene 208-214,
227-234

Listeria monocytogenes 252-253

Loculoascomycetes 137

Long accurate PCR 31

Long PCR 327-329

M13 phage 70,277,298
Magnaporthe grisea 133,327-329
Magnaporthe poae 68
Maize 309
Marcfortines 254
Massospora 154
Messenger RNA 14, 29-30, 34, 48-52,
55-60, 126, 188, 189, 199,
208-209, 222-226, 233, 297, 298,
300, 334
Metarhizium 70,133, 154,157, 159,
163-178
M. album 163,168-178
M. anisopliae 161,163-178
M. anisopliae var. frigidum 164178
M. anisopliae var. majus 163178
M. cylindrosporae 163
M. flavoviride 160, 163-178
M. flavoviride var. minus 160,
163-178
M. guizhouense 163
M. pingshaeme 163
M. taiz 163
Microdochinm nivale 290
Microbilum oncoperae 162
Mitochondrial DNA 11, 73, 109, 129,
135, 136-137, 140, 159, 195196,
273,279-280, 314, 327
Moniliformin 259
Monocillinm 249
mRNA, see Messenger RNA
mtDNA, see Mitochondrial DNA
Monascus purpurens 132
Mucor 141, 154
Multiclavula mucida 89
Multilocus genotyping, see Arbitrarily
primed PCR
Multiplex PCR 246-251, 257, 318-319,
321

Muskmelon 295

Mutagenesis 192-195
Mycobacterium tuberculosis 278
Mycocaliciaceae 90
Mycoinsecticide 154, 165
Mycophenolic acid 254
Mycotoxin 199, 200, 243-262

NASBA, see Nucleic acid sequence-
based amplification
Nectria 134,156
Nectrioidea 133
Neocallimastix 141
Neolentinus 138
Neosartorya fischeri 132
Neozygites 154
Nephroma 91
Nested PCR 7, 32,271, 80, 281, 318, 320
Neurospora 187,332
N. crassa 159,217,220, 221
Niebla 91
Normandina pulchella 91
Northern blot, see Hybridization
Nucleic acid sequence-based
amplification 9-10

Ochratoxin A 243, 244, 256
Oidiodendron maius 116-117
Omphalina 91,176
Onygenales 90, 132
Oomycetes 67-68, 141-142
Ophiostoma 71,134
Opbhiosphaerella herpotricha 68
O. korrae 68
Ordination 75
Orygia vetusta 155
Overlap PCR 194, 200

Paecilomyces 132,158
P. amoenoroseus 158
P. farinosus 158
P. fumosorosens 158-159
P. lilacinus 158-159
P. varioti 277
Panus 138
Paracoccidioides brasiliensis 267,281
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Parmelia 95
P. saxatilis 97-98, 99
P. sulcata 97,100
Parsimony 95-97, 128, 136, 154,
169-171
see also Cluster analysis and
Phylogenetic trees
Patulin 244, 245, 254
Pea 295
Peltigera 91
Penicillin V amidase gene 190-191,
200
Penicillinm 11,68, 131, 132, 244, 251
P. camemberti 255
P. carneum 254
P. chrysogenum 195,199,277
P. digitatum 254
P. italicum 251
P. marneffei 277
P. nalgiovense 256
P. paneum 254
P. patulum 245
P. roqueforti 251,253-258
Penitrem A 244,254
Peziza 136
Pezizales 135-136
PFGE, see Pulse field gel
electrophoresis
Pfu 23,24, 28,31, 36,217
see also DNA polymerases
Phaeosphaeria 137
Phialophora 133
Phanerochaete chrysosporium 205,
210-215, 221225, 227-230,
231-233,234
P. sordida 211
Phlebia brevispora 221
P. radiata 221
Phoma glumarum 311
Phomopsis 317
Phylogenetic trees 90-95, 127-128,
168-172
see also Cluster analysis and
Parsimony
Physconia 95,97
Phytophthora 11, 68, 141-142
P. cactorum 142
P. capsici 141
P. cinnamomi 70, 141-142

P. citropathora 141
P. clandestina 142
P. idaei 142
P. infestans 56-57,296
P. iranica 142
P. macrochlamydospora 142
P. medicaginis 142
P. megakarya 141
P. megasperma 131, 142
P. palmivora 141
P. pseudotsugae 142
P. sojae 142
P. trifolii 142
Plectomycetes 137
Pleospora herbarum 137
Pleosporales 136
Pleurotus ostreatus 211-215, 220, 221
Plicaria 136
Pneumocystis carinii 72,138,267,272,
278-280, 282
Podospora anserina 159
Poly(A) tails 29-20, 48-52, 189, 195,
215,217, 226, 293, 297, 338
see also Messenger RNA
Polyacrylamide gels 6,51-52,272,273,
296,298, 327,335
Polyporaceae 138
Polysaccharides 87, 89,206
Pooideae 133
Potato 296,298, 300, 311
Powdery mildew 126,137,295, 311
Pr1 gene 164,178
PR toxin 244, 245, 253-258
Primer-dimer 4, 24
Primers 2, 4,5,9, 10, 23, 24, 28, 87, 165,
168, 193-194, 209, 210, 217, 259,
295,297,298, 300, 331, 332
anchored 48-52, 56, 58, 298
degenerate 13,24, 31,32, 188-189,
332
extended 51
labelled 6,339-341
melting point 28
nested 32
specific 2, 4,12, 29,51, 65-70, 88,
89-90, 100, 109, 111, 113,
119, 126, 189, 192, 222, 225,
226,227-230, 231-233, 234,
253, 255, 256, 268, 269,
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Primers, specific continued
273-275, 277, 280, 281, 296,
314,320
Probes 65, 67,70, 110, 188, 210, 230,
233,245, 248, 259-260, 271,
273-275, 281,297, 300
Protomyces 132
P. inounyei 137
P. lactucae—debilis 131
P. macrosporus 311
Proofreading 23, 327
see also DNA polymerases
Proteins 24, 125, 128, 129130, 178,
187,188, 189, 190, 197-201,
294
Protein disulphide isomerase 189
Psendallescheria boydii 272
Pseundocercosporella herpotrichoides
68
Pseundocyphellaria 99
Psendomonas syringae 296,318
Psendotsuga 139
Puccinia 140
P. coronata 140
P. graminis 67,140
P. recondita 140
Pulse field gel electrophoresis 296, 313
see also Electrophoretic
karyotyping
Pwo 327
see also DNA polymerases
Pyrenomycetes 137
Pyrenophora 317
Pyricularia oryzae 311,314
Pythium 68,141
P. heterothallicum 141
P. splendens 141
P. sylvaticum 141
P. ultimum 67-68

Q-beta replicase (QB) 9
Quantitative PCR 7,290

RACE, see Random amplification of
c¢DNA ends

Ramalina americana 98

Ramalinaceae 91

Ramalinopsis 91
Ramp-PCR 31
Random amplification of cDNA
ends 29-31, 189, 215, 226,293
Random amplification of polymorphic
DNA 8,11-12, 13, 63, 69-70,
72,74,75,98,107, 113, 117, 119,
130, 136, 138, 139-140, 155—156,
157-158, 159-162, 164, 165-178,
245,259-261, 294-295, 313,
314-316, 326
see also DNA amplification
fingerprinting
RAPD, see Random amplification of
polymorphic DNA
RAP-PCR, see RNA arbitrarily primed
PCR
rDNA, see Ribosomal RNA gene
cluster
Recombination PCR 194, 200
REP 9,70, 165-178, 320, 327-329
Repetitive extragenic palindromic
elements, see REP
Representational difference analysis
299
Restriction fragment length
polymorphisms 7, 13, 65, 66—67,
72,75,108, 110, 111, 113, 117,
119, 125, 130, 134, 136, 138-141,
155, 157, 160-162, 164, 294, 313,
320, 325, 327-329
Reverse transcriptase PCR
competitive 207,209, 230-231,
234
general 7,9,29,95,195-196, 200,
207,208-209, 215-217,
222-225,231-234, 293, 326,
330
see also Differential display reverse
transcriptase PCR
RFLP, see Restriction fragment length
polymorphisms
Rbizoctonia 65-66
R. oryzae 66
R. solani 66,70, 140,217,220,
314
Rbizomucor miehei 199
Rbizopogon 109
Rbizopus arrbizus 267,272
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Ribosomal DNA, see Ribosomal RNA
gene cluster
Ribosomal RNA gene cluster 10-11, 12,
63, 64-69,71,72-73,74, 87, 89,
90-91, 92-96, 97, 99-100, 101,
108, 109-111, 112-113, 118,
119, 126, 129, 130142, 154—155,
157,159-161, 164, 245, 253,
258-260, 269, 271, 273-275,
276-277,279-280, 313, 320, 327,
330
see also Intergenic spacer and
Internal transcribed spacer
Rice (Oryza sativa) 309,318
RNA arbitrarily primed PCR 299
RNA extraction 206-207
RNA fingerprinting 298-299
see also Differential display reverse
transcriptase PCR
Root 107,109, 111, 116, 118-120, 298,
300
Rottboellia 134
RT-PCR, see Reverse transcriptase PCR
Russula amoenolens 110
R. xerampelina 110
Rusts 140, 295

Saccharomyces cerevisiae 187,199, 225,
273,275, 280
Saitoella complicata 131
Salmonella typhimurium 300
Sarocladium oryzae 314-315,317, 318,
321
Sarcoscypha 136
Satellites
micro- 9,70, 108, 114, 119, 178, 296
mini- 9, 108
see also DNA amplification
fingerprinting
SCAR, see Sequence characterized
amplified regions
Schizophyllum commune 226
Schizosaccharomyces pombe 188
Sclerotinia 68,71
Sclerotiniaceae 136
Sclerotium 71
Scutellospora 113
S. castanea 115

Scytalidinm vaccinii 116
SDA, see Strand displacement
amplification
Seedborne diseases 309-321
Sequence characterized amplified
regions 12-13,294-295
Shiitake 138
see also Lentinula
Sequence tagged site (STS) 331
Short tandem repeat (STR) 331
Similarity coefficients 74
Single-strand conformation
polymorphism 6-7, 13,112,
271-272
Siphulaceae 90
Small subunit, see Ribosomal RNA gene
cluster
Smittinm 154
S. culisetae 140-141
Solorina 90-91
Sordariales 133
Sorghum 309
Southern blot, see Hybridization
Soybean 309
Species concepts 64
Sphaerophoraceae 90
Sphinctrinaceae 90
Spicellum rosewm 133
Spizellomyces 141
Splicing by overlap extension (PCR-
SOE) 326
Sporothrix schenckii 71
SSCP, see Single-strand conformation
polymorphism
Simple sequence repeats (SSR) 296
see also DNA amplification
fingerprinting
Stabilization, PCR reaction 27
Stenocarpella maydis 317
Stereocanlaceae 90
Sterigmatocystin 245, 246-247,252
Sticta 99
Strand displacement amplification 9
Strongwellsea 154
Subtractive hybridization, see
Hybridization
Sugar 309
Suillus 109-110, 139
S. granulatus 139
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Suillus continued

S. grevillei 139

S. pungens 110
Suppression PCR 334-338

B-Tubulin gene 53-54, 69, 129-130, 135,
197,233
T2 toxin 243
T/A cloning 35-36
see also Cloning
Talaromyces bacillisporus 132
T. flavus var. macrosporus 132
Taphrina 132
T. populina 131
T. wiesner: 131
Taq 2,5,7,8,28, 31, 36, 127, 194, 206,
226,252, 327, 342
see also DNA polymerases
Telomere fingerprinting 162
Teloschistaceae 91
Template 1,2, 5,7, 10, 48-49, 196,
197, 208, 209, 210, 211, 222, 234,
341
Tetrahymena thermophila 96
Thermus aquaticus 2
Thlaspi 136
Tilletia indica 314,319, 342
T. laevis 311
T. tritici 311
Tobacco necrosis virus 56
Tolypocladinm 159
Tomato (Lycopersicon) 48,53-59, 294,
296,298, 300, 334
Torrubiella 156
Touchdown-PCR 5
Trametes versicolor 221
T. villosa 217,221
Transfer RNA (tRNA) 158-159
Trichocomaceae 132
Trichoderma 70,327
T. reesei 221-222
T. virens 133
see also Gliocladium
Trichosporon beigelii 267
Trichothecens 245,256, 259
Trichothecium roseum 133
Truffles 111,136
see also Tuber

Tth 7,29

see also DNA polymerases
Tuber 68

T. aestivum 112

T. borchii 112

T. brumale 112

T. excavatum 112

T. ferrugineum 112

T. maculatum 112

T. magnatum 70,112

T. melanosporum 112

T. rufum 112
Tylospora fibrillosa 110
Tyrosinase gene 340

Umbilicaria 85,91

U. cylindrica 99
Ustilaginales 138
Ustilaginoidea virens 311
Ustilago maydis 138,311
Usnea 89

Variable non-translated repeats 296,
314,317
see also DNA amplification
fingerprinting
Vector 189-195, 196, 198, 200, 226,
293
see also Cloning
Vent 24,28
see also DNA polymerases
Verticillium 65-67,290-291
V. albo-atrum 65, 67,158
V. chlamydosporium 67
V. dahliae 65,67,158
V. lecanii 158
V. tricorpus 66
VNTR, see Variable non-translated
repeats
Volvariella volvacea 138

Wheat 295,309, 311, 318

Xanthomonas axonopodis pv. citri
318-819
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Xanthomonas axonopodis continued Zearalenone 259

X. oryzae pv. oryzae 312,319,320 Zoophthora 154
Xanthoria 91 Z. phytonomi 156
Xylanase genes 210, 226-230, 234 Z. radicans 141, 154-156

Xylariales 132 Zygomycota 107,131



